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AVIAN INFLUENZA VIRUSES AND THEIR INFECTIONS IN HUMANS

Qi Zhongtian
( Department of Microbiology , Second Military Medical Universits : PLA Key Laboratory for Medical Microbwlogy . Shanghai 200433)

Abstract Classified into genus influenzavirus A of Orthomyxoviridae, avian influenza viruses are mainly responsible for
avian influenza. Until 1997, when human infections with avian influenza HSN1 virus (A/Hong Kong/156/97) were i-
dentified for the first time in Hong Kong, avian influenza viruses were thought to be limited in their ability to directly in-
fect humans. At least 5 outbreaks of human infections with either avian influenza viruses HSN1, HIN2 or H7N7 have oc-
curred worldwide since then. The viral subtype of the current epidemic in China and some other Asian countries remains
H5N1, and has caused nearly 30 people dead. Obviously, this pandemic avian influenza in humans has become a new e-
merging infectious disease with great threat to public health. In this present review, the author summarizes the recent

progress on genomic structure, pathogenicity, and specific detection of the emerging infectious agents.

Key words virus, avian influenza, genome, pathogenicity, specific detection



